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Annotations legend





Underlays legend

•• Non_globin_gene : Blue
•• ORG_exon : LightGreen
•• Regulatory_element : Orange
•• Non_globin_pseudogene : LightBlue
•• Thalassemia_deletion_endpoint : LightRed
•• Globin_gene_exon : Pink
•• Globin_pseudogene : LightGray
•• Gap_in_sequence : Purple
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